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<220> 

<221> CDS 

<222> (442) . . (3300) 

<400> 1 



gcgcctgcgc 


gggaggccgc 


gtcacgtgac 


ccaccgcggc 


cccgccccgc 


gacgagctcc 


60 


cgccggtcac 


gtgacccgcc 


tctgcgcgcc 


cccgggcacg 


accccggagt 


ctccgcgggc 


120 


ggccagggcg 


cgcgtgcgcg 


gaggtgagcc 


gggccggggc 


tgcggggctt 


ccctgagcgc 


180 


gggccgggtc 


ggtggggcgg 


tcggctgccc 


gcgccggcct 


ctcagttggg 


aaagctgagg 


240 


ttgtcgccgg 


ggccgcgggt 


ggaggtcggg 


gatgaggcag 


caggtaggac 


agtgacctcg 


300 


gtgacgcgaa 


ggaccccggc 


cacctctagg 


ttctcctcgt 


ccgcccgttg 


ttcagegagg 


360 


gaggctctgg 


gcctgccgca 


gctgacgggg 


aaactgaggc 


acggagcggg 


cctgtaggag 


420 


ctgtccaggc 


catctccaac 


c atg gga gtg agg cac 


ccg ccc tgc tec cac 


471 



Met Gly Val Arg His Pro Pro Cys Ser His 
15 10 

egg etc ctg gec gtc tgc gec etc gtg tec ttg gca acc get gca etc 519 
Arg Leu Leu Ala Val Cys Ala Leu Val Ser Leu Ala Thr Ala Ala Leu 
15 20 25 

ctg ggg cac ate eta etc cat gat ttc ctg ctg gtt ccc cga gag ctg 567 
Leu Gly His lie Leu Leu His Asp Phe Leu Leu Val Pro Arg Glu Leu 
30 35 40 



agt ggc tec tec cca gtc ctg gag gag act cac cca get cac cag cag 615 
Ser Gly Ser Ser Pro Val Leu Glu Glu Thr His Pro Ala His Gin Gin 
45 50 55 

gga gee age aga cca ggg ccc egg gat gec cag gca cac ccc ggc cgt 663 
Gly Ala Ser Arg Pro Gly Pro Arg Asp Ala Gin Ala His Pro Gly Arg 
60 65 70 
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ccc aga gca gtg ccc aca cag tgc gac gtc ccc ccc aac age cgc ttc 711 
Pro Arg Ala Val Pro Thr Gin Cys Asp Val Pro Pro Asn Ser Arg Phe 
75 80 85 90 

gat tgc gec cct gac aag gec ate acc cag gaa cag tgc gag gec cgc 759 
Asp Cys Ala Pro Asp Lys Ala lie Thr Gin Glu Gin Cys Glu Ala Arg 
95 100 105 

ggc tgc tgc tac ate cct gca aag cag ggg ctg cag gga gee cag atg 807 
Gly Cys Cys Tyr lie Pro Ala Lys Gin Gly Leu Gin Gly Ala Gin Met 
110 115 120 

ggg cag ccc tgg tgc ttc ttc cca ccc age tac ccc age tac aag ctg 855 
Gly Gin Pro Trp Cys Phe Phe Pro Pro Ser Tyr Pro Ser Tyr Lys Leu 
125 130 135 

gag aac ctg age tec tct gaa atg ggc tac acg gec acc ctg acc cgt 903 
Glu Asn Leu Ser Ser Ser Glu Met Gly Tyr Thr Ala Thr Leu Thr Arg 
140 145 150 

acc acc ccc acc ttc ttc ccc aag gac ate ctg acc ctg egg ctg gac 951 
Thr Thr Pro Thr Phe Phe Pro Lys Asp lie Leu Thr Leu Arg Leu Asp 
155 160 165 170 

gtg atg atg gag act gag aac cgc etc cac ttc acg ate aaa gat cca 999 
Val Met Met Glu Thr Glu Asn Arg Leu His Phe Thr lie Lys Asp Pro 
175 180 185 

get aac agg cgc tac gag gtg ccc ttg gag acc ccg cgt gtc cac age 1047 
Ala Asn Arg Arg Tyr Glu Val Pro Leu Glu Thr Pro Arg Val His Ser 
190 195 200 

c 99 9 ca cc 9 tcc cca ctc tac a 9 c 9tg gag ttc tec gag gag ccc ttc 1095 
Arg Ala Pro Ser Pro Leu Tyr Ser Val Glu Phe Ser Glu Glu Pro Phe 
205 210 215 

999 9t9 atc 9^9 cac c 99 ca 9 ct 9 9 a c ggc cgc gtg ctg ctg aac acg 1143 
Gly Val lie Val His Arg Gin Leu Asp Gly Arg Val Leu Leu Asn Thr 
220 225 230 

acg gtg gcg ccc ctg ttc ttt gcg gac cag ttc ctt cag ctg tcc acc 1191 
Thr Val Ala Pro Leu Phe Phe Ala Asp Gin Phe Leu Gin Leu Ser Thr 
235 240 245 250 

teg ctg ccc teg cag tat ate aca ggc ctc gee gag cac ctc agt ccc 1239 
Ser Leu Pro Ser Gin Tyr lie Thr Gly Leu Ala Glu His Leu Ser Pro 
255 260 265 

ctg atg ctc age acc age tgg acc agg ate acc ctg tgg aac egg gac 1287 
Leu Met Leu Ser Thr Ser Trp Thr Arg lie Thr Leu Trp Asn Arg Asp 
270 275 280 

ctt gcg ccc acg ccc ggt gcg aac ctc tac ggg tct cac cct ttc tac 1335 
Leu Ala Pro Thr Pro Gly Ala Asn Leu Tyr Gly Ser His Pro Phe Tyr 
285 290 295 

ctg gcg ctg gag gac ggc ggg teg gca cac ggg gtg ttc ctg eta aac 1383 
Leu Ala Leu Glu Asp Gly Gly Ser Ala His Gly Val Phe Leu Leu Asn 
300 305 310 

age aat gec atg gat gtg gtc ctg cag ccg age cct gee ctt age tgg 1431 
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Ser Asn Ala Met Asp Val Val Leu Gin Pro Ser Pro Ala Leu Ser Trp 
315 320 325 330 



agg teg aca ggt ggg ate ctg gat gtc tac ate ttc ctg ggc cca gag 14 7 9 

Arg Ser Thr Gly Gly lie Leu Asp Val Tyr lie Phe Leu Gly Pro Glu 
335 340 345 

ccc aag age gtg gtg cag cag tac ctg gac gtt gtg gga tac ccg ttc 152 7 

Pro Lys Ser Val Val Gin Gin Tyr Leu Asp Val Val Gly Tyr Pro Phe 
350 355 360 

atg ccg cca tac tgg ggc ctg ggc ttc cac ctg tgc cgc tgg ggc tac 1575 
Met Pro Pro Tyr Trp Gly Leu Gly Phe His Leu Cys Arg Trp Gly Tyr 
365 370 375 

tec tec ace get ate ace cgc cag gtg gtg gag aac atg acc agg gee 16 2 3 

Ser Ser Thr Ala lie Thr Arg Gin Val Val Glu Asn Met Thr Arg Ala 
380 385 390 

cac ttc ccc ctg gac gtc caa tgg aac gac ctg gac tac atg gac tec 16 71 

His Phe Pro Leu Asp Val Gin Trp Asn Asp Leu Asp Tyr Met Asp Ser 
395 400 405 410 

c 99 a 99 9 ac ttc ac 9 ttc aac aa £F £T at S9 C ttc c <3<3 £T ac ttc cc 9 gec 1719 
Arg Arg Asp Phe Thr Phe Asn Lys Asp Gly Phe Arg Asp Phe Pro Ala 
415 420 - 425 

atg gtg cag gag ctg cac cag ggc ggc egg cgc tac atg atg ate gtg 176 7 

Met Val Gin Glu Leu His Gin Gly Gly Arg Arg Tyr Met Met lie Val 
430 435 440 

gat cct gee ate age age teg ggc cct gee ggg age tac agg ccc tac 1815 
Asp Pro Ala lie Ser Ser Ser Gly Pro Ala Gly Ser Tyr Arg Pro Tyr 
445 450 455 

gac gag ggt ctg egg agg ggg gtt ttc ate acc aac gag acc ggc cag 1863 
Asp Glu Gly Leu Arg Arg Gly Val Phe lie Thr Asn Glu Thr Gly Gin 
460 465 470 

ccg ctg att ggg aag gta tgg ccc ggg tec act gee ttc ccc gac ttc 1911 
Pro Leu lie Gly Lys Val Trp Pro Gly Ser Thr Ala Phe Pro Asp Phe 
475 480 485 490 

acc aac ccc aca gee ctg gee tgg tgg gag gac atg gtg get gag ttc 1959 
Thr Asn Pro Thr Ala Leu Ala Trp Trp Glu Asp Met Val Ala Glu Phe 
495 500 505 

cat gac cag gtg ccc ttc gac ggc atg tgg att gac atg aac gag cct 2 007 

His Asp Gin Val Pro Phe Asp Gly Met Trp lie Asp Met Asn Glu Pro 
510 515 520 

tec aac ttc ate aga ggc tct gag gac ggc tgc ccc aac aat gag ctg 2055 
Ser Asn Phe lie Arg Gly Ser Glu Asp Gly Cys Pro Asn Asn Glu Leu 
525 530 535 

gag aac cca ccc tac gtg cct ggg gtg gtt ggg ggg acc etc cag gcg 2103 
Glu Asn Pro Pro Tyr Val Pro Gly Val Val Gly Gly Thr Leu Gin Ala 
540 545 550 

gee acc ate tgt gee tec age cac cag ttt etc tec aca cac tac aac 2151 
Ala Thr lie Cys Ala Ser Ser His Gin Phe Leu Ser Thr His Tyr Asn 
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555 



560 



565 



570 



ctg cac aac etc tac ggc ctg acc gaa gec ate gec tec cac agg gcg 2199 
Leu His Asn Leu Tyr Gly Leu Thr Glu Ala lie Ala Ser His Arg Ala 
575 580 585 

ctg gtg aag get egg ggg aca cgc cca ttt gtg ate tec cgc teg acc 2247 
Leu Val Lys Ala Arg Gly Thr Arg Pro Phe Val lie Ser Arg Ser Thr 
590 595 600 

ttt get ggc cac ggc cga tac gee ggc cac tgg acg ggg gac gtg tgg 22 95 

Phe Ala Gly His Gly Arg Tyr Ala Gly His Trp Thr Gly Asp Val Trp 
605 610 615 

age tec tgg gag cag etc gec tec tec gtg cca gaa ate ctg cag ttt 2343 
Ser Ser Trp Glu Gin Leu Ala Ser Ser Val Pro Glu lie Leu Gin Phe 
620 625 630 

aac ctg ctg ggg gtg cct ctg gtc ggg gec gac gtc tgc ggc ttc ctg 2391 
Asn Leu Leu Gly Val Pro Leu Val Gly Ala Asp Val Cys Gly Phe Leu 
635 640 645 650 

ggc aac acc tea gag gag ctg tgt gtg cgc tgg acc cag ctg ggg gec 24 3 9 

Gly Asn Thr Ser Glu Glu Leu Cys Val Arg Trp Thr Gin Leu Gly Ala 
655 660 665 

ttc tac ccc ttc atg egg aac cac aac age ctg etc agt ctg ccc cag 2487 
Phe Tyr Pro Phe Met Arg Asn His Asn Ser Leu Leu Ser Leu Pro Gin 
670 675 680 

gag ccg tac age ttc age gag ccg gec cag cag gee atg agg aag gee 2 53 5 

Glu Pro Tyr Ser Phe Ser Glu Pro Ala Gin Gin Ala Met Arg Lys Ala 
685 690 695 

etc acc ctg cgc tac gca etc etc ccc cac etc tac aca ctg ttc cac 2583 
Leu Thr Leu Arg Tyr Ala Leu Leu Pro His Leu Tyr Thr Leu Phe His 
700 705 710 

cag gec cac gtc gcg ggg gag acc gtg gee egg ccc etc ttc ctg gag 2631 
Gin Ala His Val Ala Gly Glu Thr Val Ala Arg Pro Leu Phe Leu Glu 
715 720 725 730 

ttc ccc aag gac tct age acc tgg act gtg gac cac cag etc ctg tgg 2679 
Phe Pro Lys Asp Ser Ser Thr Trp Thr Val Asp His Gin Leu Leu Trp 
735 740 745 

999 9^9 gec ctg etc ate acc cca gtg etc cag gee ggg aag gee gaa 272 7 

Gly Glu Ala Leu Leu lie Thr Pro Val Leu Gin Ala Gly Lys Ala Glu 
750 755 760 

gtg act ggc tac ttc ccc ttg ggc aca tgg tac gac ctg cag acg gtg 2 775 

Val Thr Gly Tyr Phe Pro Leu Gly Thr Trp Tyr Asp Leu Gin Thr Val 
765 770 775 

cca ata gag gee ctt ggc age etc cca ccc cca cct gca get ccc cgt 2823 
Pro lie Glu Ala Leu Gly Ser Leu Pro Pro Pro Pro Ala Ala Pro Arg 
780 785 790 

gag cca gee ate cac age gag ggg cag tgg gtg acg ctg ccg gee ccc 2871 
Glu Pro Ala lie His Ser Glu Gly Gin Trp Val Thr Leu Pro Ala Pro 
795 800 805 810 
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ctg gac acc ate aac gtc cac etc egg get ggg tac ate ate ccc ctg 2 919 
Leu Asp Thr lie Asn Val His Leu Arg Ala Gly Tyr lie lie Pro Leu 
815 820 825 

C3L 9 99& cct ggc etc aca acc aca gag tec cgc cag cag ccc atg gee 2 96 7 
Gin Gly Pro Gly Leu Thr Thr Thr Glu Ser Arg Gin Gin Pro Met Ala 
830 835 840 

ctg get gtg gee ctg acc aag ggt gga gag gee cga ggg gag ctg ttc 3015 
Leu Ala Val Ala Leu Thr Lys Gly Gly Glu Ala Arg Gly Glu Leu Phe 
845 850 855 

tgg gac gat gga gag age ctg gaa gtg ctg gag cga ggg gee tac aca 3 06 3 
Trp Asp Asp Gly Glu Ser Leu Glu Val Leu Glu Arg Gly Ala Tyr Thr 
860 865 870 

cag gtc ate ttc ctg gee agg aat aac acg ate gtg aat gag ctg gta 3111 
Gin Val lie Phe Leu Ala Arg Asn Asn Thr lie Val Asn Glu Leu Val 
875 880 885 890 

cgt gtg acc agt gag gga get ggc ctg cag ctg cag aag gtg act gtc 315 9 
Arg Val Thr Ser Glu Gly Ala Gly Leu Gin Leu Gin Lys Val Thr Val 
895 900 905 

ct 9 99 c 9^9 gee acg gcg ccc cag cag gtc etc tec aac ggt gtc cct 32 07 
Leu Gly Val Ala Thr Ala Pro Gin Gin Val Leu Ser Asn Gly Val Pro 
910 915 920 

gtc tec aac ttc acc tac age ccc gac acc aag gtc ctg gac ate tgt 3255 
Val Ser Asn Phe Thr Tyr Ser Pro Asp Thr Lys Val Leu Asp lie Cys 
925 930 935 

gtc teg ctg ttg atg gga gag cag ttt etc gtc age tgg tgt tag 3300 
Val Ser Leu Leu Met Gly Glu Gin Phe Leu Val Ser Trp Cys 
940 945 950 

cegggeggag tgtgttagtc tctccagagg gaggctggtt ccccagggaa geagagectg 3360 

tgtgcgggca gcagctgtgt gcgggcctgg gggttgcatg tgtcacctgg agctgggcac 342 0 

taaccattcc aagccgccgc atcgcttgtt tccacctcct gggcegggge tctggccccc 3480 

aacgtgtcta ggagagcttt ctccctagat cgcactgtgg gccggggcct ggagggctgc 3 54 0 

tctgtgttaa taagattgta aggtttgece tcctcacctg ttgeeggcat gcgggtagta 36 00 

ttagccaccc ccctccatct gttcccagca ceggagaagg gggtgctcag gtggaggtgt 3660 

ggggtatgea cctgagctcc tgcttcgcgc ctgctgctct gccccaacgc gaccgcttcc 3720 

cggctgccca gagggctgga tgcctgccgg tccccgagca agcctgggaa ctcaggaaaa 3 78 0 

ttcacaggac ttgggagatt ctaaatctta agtgcaatta ttttaataaa aggggcattt 3 84 0 

ggaatc 3 84 6 

<210> 2 
<211> 952 
<212> PRT 
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<213> Homo sapiens 



<400> 2 

Met Gly Val Arg His Pro Pro Cys Ser His Arg Leu Leu Ala Val Cys 
1 5 10 15 



Ala Leu Val Ser Leu Ala Thr Ala Ala Leu Leu Gly His lie Leu Leu 
20 25 30 



His Asp Phe Leu Leu Val Pro Arg Glu Leu Ser Gly Ser Ser Pro Val 
35 40 45 



Leu Glu Glu Thr His Pro Ala His Gin Gin Gly Ala Ser Arg Pro Gly 
50 55 60 



Pro Arg Asp Ala Gin Ala His Pro Gly Arg Pro Arg Ala Val Pro Thr 
65 70 75 80 



Gin Cys Asp Val Pro Pro Asn Ser Arg Phe Asp Cys Ala Pro Asp Lys 
85 90 95 



Ala lie Thr Gin Glu Gin Cys Glu Ala Arg Gly Cys Cys Tyr lie Pro 
100 105 110 



Ala Lys Gin Gly Leu Gin Gly Ala Gin Met Gly Gin Pro Trp Cys Phe 
115 120 125 



Phe Pro Pro Ser Tyr Pro Ser Tyr Lys Leu Glu Asn Leu Ser Ser Ser 
130 135 140 



Glu Met Gly Tyr Thr Ala Thr Leu Thr Arg Thr Thr Pro Thr Phe Phe 
145 150 155 160 



Pro Lys Asp lie Leu Thr Leu Arg Leu Asp Val Met Met Glu Thr Glu 
165 170 175 



Asn Arg Leu His Phe Thr lie Lys Asp Pro Ala Asn Arg Arg Tyr Glu 
180 185 190 



Val Pro Leu Glu Thr Pro Arg Val His Ser Arg Ala Pro Ser Pro Leu 
195 200 205 



Tyr Ser Val Glu Phe Ser Glu Glu Pro Phe Gly Val lie Val His Arg 
210 215 220 



Gin Leu Asp Gly Arg Val Leu Leu Asn Thr Thr Val Ala Pro Leu Phe 
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225 



230 



235 



240 



Phe Ala Asp Gin Phe Leu Gin Leu Ser Thr Ser Leu Pro Ser Gin Tyr 
245 250 255 



lie Thr Gly Leu Ala Glu His Leu Ser Pro Leu Met Leu Ser Thr Ser 
260 265 270 



Trp Thr Arg lie Thr Leu Trp Asn Arg Asp Leu Ala Pro Thr Pro Gly 
275 280 285 



Ala Asn Leu Tyr Gly Ser His Pro Phe Tyr Leu Ala Leu Glu Asp Gly 
290 295 300 



Gly Ser Ala His Gly Val Phe Leu Leu Asn Ser Asn Ala Met Asp Val 
305 310 315 320 



Val Leu Gin Pro Ser Pro Ala Leu Ser Trp Arg Ser Thr Gly Gly lie 
325 330 335 



Leu Asp Val Tyr lie Phe Leu Gly Pro Glu Pro Lys Ser Val Val Gin 
340 345 350 



Gin Tyr Leu Asp Val Val Gly Tyr Pro Phe Met Pro Pro Tyr Trp Gly 
355 360 365 



Leu Gly Phe His Leu Cys Arg Trp Gly Tyr Ser Ser Thr Ala lie Thr 
370 375 380 



Arg Gin Val Val Glu Asn Met Thr Arg Ala His Phe Pro Leu Asp Val 
385 390 395 400 



Gin Trp Asn Asp Leu Asp Tyr Met Asp Ser Arg Arg Asp Phe Thr Phe 
405 410 415 



Asn Lys Asp Gly Phe Arg Asp Phe Pro Ala Met Val Gin Glu Leu His 
420 425 430 



Gin Gly Gly Arg Arg Tyr Met Met lie Val Asp Pro Ala lie Ser Ser 
435 440 445 



Ser Gly Pro Ala Gly Ser Tyr Arg Pro Tyr Asp Glu Gly Leu Arg Arg 
450 455 460 



Gly Val Phe lie Thr Asn Glu Thr Gly Gin Pro Leu lie Gly Lys Val 
465 470 475 480 
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Trp Pro Gly Ser Thr Ala Phe Pro Asp Phe Thr Asn Pro Thr Ala Leu 
485 490 495 



Ala Trp Trp Glu Asp Met Val Ala Glu Phe His Asp Gin Val Pro Phe 
500 505 510 



Asp Gly Met Trp lie Asp Met Asn Glu Pro Ser Asn Phe lie Arg Gly 
515 520 525 



Ser Glu Asp Gly Cys Pro Asn Asn Glu Leu Glu Asn Pro Pro Tyr Val 
530 535 540 



Pro Gly Val Val Gly Gly Thr Leu Gin Ala Ala Thr lie Cys Ala Ser 
545 550 555 560 



Ser His Gin Phe Leu Ser Thr His Tyr Asn Leu His Asn Leu Tyr Gly 
565 570 575 



Leu Thr Glu Ala lie Ala Ser His Arg Ala Leu Val Lys Ala Arg Gly 
580 585 590 



Thr Arg Pro Phe Val lie Ser Arg Ser Thr Phe Ala Gly His Gly Arg 
595 600 605 



Tyr Ala Gly His Trp Thr Gly Asp Val Trp Ser Ser Trp Glu Gin Leu 
610 615 620 



Ala Ser Ser Val Pro Glu lie Leu Gin Phe Asn Leu Leu Gly Val Pro 
625 630 635 640 



Leu Val Gly Ala Asp Val Cys Gly Phe Leu Gly Asn Thr Ser Glu Glu 
645 650 655 



Leu Cys Val Arg Trp Thr Gin Leu Gly Ala Phe Tyr Pro Phe Met Arg 
660 665 670 



Asn His Asn Ser Leu Leu Ser Leu Pro Gin Glu Pro Tyr Ser Phe Ser 
675 680 685 



Glu Pro Ala Gin Gin Ala Met Arg Lys Ala Leu Thr Leu Arg Tyr Ala 
690 695 700 



Leu Leu Pro His Leu Tyr Thr Leu Phe His Gin Ala His Val Ala Gly 
705 710 715 720 



Glu Thr Val Ala Arg Pro Leu Phe Leu Glu Phe Pro Lys Asp Ser Ser 
725 730 735 



Thr Trp Thr Val Asp His Gin Leu Leu Trp Gly Glu Ala Leu Leu lie 
740 745 750 



Thr Pro Val Leu Gin Ala Gly Lys Ala Glu Val Thr Gly Tyr Phe Pro 
755 760 765 



Leu Gly Thr Trp Tyr Asp Leu Gin Thr Val Pro lie Glu Ala Leu Gly 
770 775 780 



Ser Leu Pro Pro Pro Pro Ala Ala Pro Arg Glu Pro Ala lie His Ser 
785 790 795 800 



Glu Gly Gin Trp Val Thr Leu Pro Ala Pro Leu Asp Thr lie Asn Val 
805 810 815 



His Leu Arg Ala Gly Tyr lie lie Pro Leu Gin Gly Pro Gly Leu Thr 
820 825 830 



Thr Thr Glu Ser Arg Gin Gin Pro Met Ala Leu Ala Val Ala Leu Thr 
835 840 845 



Lys Gly Gly Glu Ala Arg Gly Glu Leu Phe Trp Asp Asp Gly Glu Ser 
850 855 860 



Leu Glu Val Leu Glu Arg Gly Ala Tyr Thr Gin Val lie Phe Leu Ala 
865 870 875 880 



Arg Asn Asn Thr lie Val Asn Glu Leu Val Arg Val Thr Ser Glu Gly 
885 890 895 



Ala Gly Leu Gin Leu Gin Lys Val Thr Val Leu Gly Val Ala Thr Ala 
900 905 910 



Pro Gin Gin Val Leu Ser Asn Gly Val Pro Val Ser Asn Phe Thr Tyr 
915 920 925 



Ser Pro Asp Thr Lys Val Leu Asp lie Cys Val Ser Leu Leu Met Gly 
930 935 940 



Glu Gin Phe Leu Val Ser Trp Cys 
945 950 
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<210> 3 

<211> 3026 

<212> DNA 

<213> Homo sapiens 

<400> 3 



gcctgtagga 


gctgtccagg 


ccatctccaa 


ccatgggagt 


gaggcacccg 


ccctgctccc 


60 


accggctcct 


ggccgtctgc 


gccctcgtgt 


ccttggcaac 


cgctgcactc 


ctggggcaca 


120 


tcctactcca 


tgatttcctg 


ctggttcccc 


gagagctgag 


tggctcctcc 


ccagtcctgg 


180 


aggagactca 


cccagctcac 


cagcagggag 


ccagcagacc 


agggccccgg 


gatgcccagg 


240 


cacaccccgg 


ccgtcccaga 


gcagtgccca 


cacagtgcga 


cgtccccccc 


aacagccgct 


300 


tcgattgcgc 


ccctgacaag 


gccatcaccc 


aggaacagtg 


cgaggcccgc 


ggctgctgct 


360 


acatccctgc 


aaagcagggg 


ctgcagggag 


cccagatggg 


gcagccctgg 


tgcttcttcc 


420 


cacccagcta 


ccccagctac 


aagctggaga 


acctgagctc 


ctctgaaatg 


ggctacacgg 


480 


ccaccctgac 


ccgtaccacc 


cccaccttct 


tccccaagga 


catcctgacc 


ctgcggctgg 


540 


acgtgatgat 


ggagactgag 


aaccgcctcc 


acttcacgat 


caaagatcca 


gctaacaggc 


600 


gctacgaggt 


gcccttggag 


accccgcgtg 


tccacagccg 


ggcaccgtcc 


ccactctaca 


660 


gcgtggagtt 


ctccgaggag 


cccttcgggg 


tgatcgtgca 


ccggcagctg 


gacggccgcg 


720 


tgctgctgaa 


cacgacggtg 


gcgcccctgt 


tctttgcgga 


ccagttcctt 


cagctgtcca 


780 


cctcgctgcc 


ctcgcagtat 


atcacaggcc 


tcgccgagca 


cctcagtccc 


ctgatgctca 


840 


gcaccagctg 


gaccaggatc 


accctgtgga 


accgggacct 


tgcgcccacg 


cccggtgcga 


900 


acctctacgg 


gtctcaccct 


ttctacctgg 


cgctggagga 


cggcgggtcg 


gcacacgggg 


960 


tgttcctgct 


aaacagcaat 


gccatggatg 


tggtcctgca 


gccgagccct 


gcccttagct 


1020 


ggaggtcgac 


aggtgggatc 


ctggatgtct 


acatcttcct 


gggcccagag 


cccaagagcg 


1080 


tggtgcagca 


gtacctggac 


gttgtgggat 


acccgttcat 


gccgccatac 


tggggcctgg 


1140 


gcttccacct 


gtgccgctgg 


ggctactcct 


ccaccgctat 


cacccg.ccag 


gtggtggaga 


1200 


acatgaccag 


ggcccacttc 


cccctggacg 


tccaatggaa 


cgacctggac 


tacatggact 


1260 


cccggaggga 


cttcacgttc 


aacaaggatg 


gcttccggga 


cttcccggcc 


atggtgcagg 


1320 


agctgcacca 


gggcggccgg 


cgctacatga 


tgatcgtgga 


tcctgccatc 


agcagctcgg 


1380 


gccctgccgg 


gagctacagg 


ccctacgacg 


agggtctgcg 


gaggggggtt 


ttcatcacca 


1440 


acgagaccgg 


ccagccgctg 


attgggaagg 


tatggcccgg 


gtccactgcc 


ttccccgact 


1500 


tcaccaaccc 


cacagccctg 


gcctggtggg 


aggacatggt 


ggctgagttc 


catgaccagg 


1560 


tgcccttcga 


cggcatgtgg 


attgacatga 


acgagccttc 


caacttcatc 


agaggctctg 


1620 


aggacggctg 


ccccaacaat 


gagctggaga 


acccacccta 


cgtgcctggg 


gtggttgggg 


1680 
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ggaccctcca 


ggcggccacc 


atctgtgcct 


ccagccacca 


gtttctctcc 


acacactaca 


1740 


acctgcacaa 


cctctacggc 


ctgaccgaag 


ccatcgcctc 


ccacagggcg 


ctggtgaagg 


1800 


ctcgggggac 


acgcccattt 


gtgatctccc 


gctcgacctt 


tgctggccac 


ggccgatacg 


1860 


ccggccactg 


gacgggggac 


gtgtggagct 


cctgggagca 


gctcgcctcc 


tccgtgccag 


1920 


aaatcctgca 


gtttaacctg 


ctgggggtgc 


ctctggtcgg 


ggccgacgtc 


tgcggcttcc 


1980 


tgggcaacac 


ctcagaggag 


ctgtgtgtgc 


gctggaccca 


gctgggggcc 


ttctacccct 


2040 


tcatgcggaa 


ccacaacagc 


ctgctcagtc 


tgccccagga 


gccgtacagc 


ttcagcgagc 


2100 


cggcccagca 


ggccatgagg 


aaggccctca 


ccctgcgcta 


cgcactcctc 


ccccacctct 


2160 


acacactgtt 


ccaccaggcc 


cacgtcgcgg 


gggagaccgt 


ggcccggccc 


ctcttcctgg 


2220 


agttccccaa 


ggactctagc 


acctggactg 


tggaccacca 


gctcctgtgg 


gggg^ggccc 


2280 


tgctcatcac 


cccagtgctc 


caggccggga 


aggccgaagt 


gactggctac 


ttccccttgg 


2340 


gcacatggta 


cgacctgcag 


acggtgccaa 


tagaggccct 


tggcagcctc 


ccacccccac 


2400 


ctgcagctcc 


ccgtgagcca 


gccatccaca 


gcgaggggca 


gtgggtgacg 


ctgccggccc 


2460 


ccctggacac 


catcaacgtc 


cacctccggg 


ctgggtacat 


catccccctg 


cagggccctg 


2520 


gcctcacaac 


cacagagtcc 


cgccagcagc 


ccatggccct 


ggctgtggcc 


ctgaccaagg 


2580 


gtggagaggc 


ccgaggggag 


ctgttctggg 


acgatggaga 


gagcctggaa 


gtgctggagc 


2640 


gaggggccta 


cacacaggtc 


atcttcctgg 


ccaggaataa 


cacgatcgtg 


aatgagctgg 


2700 


tacgtgtgac 


cagtgaggga 


gctggcctgc 


agctgcagaa 


ggtgactgtc 


ctgggcgtgg 


2760 


ccacggcgcc 


ccagcaggtc 


ctctccaacg 


gtgtccctgt 


ctccaacttc 


acctacagcc 


2820 


ccgacaccaa 


ggtcctggac 


atctgtgtct 


cgctgttgat 


gggagagcag 


tttctcgtca 


2880 


gctggtgtta 


gccgggcgga 


gtgtgttagt 


ctctccagag 


ggaggctggt 


tccccaggga 


2940 


agcagagcct 


gtgtgcgggc 


agcagctgtg 


tgcgggcctg 


ggggttgtta 


agtgcaatta 


3000 


ttttaataaa 


aggggcattt 


ggaatc 








3026 



<210> 4 

<211> 27 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Met Gly Val Arg His Pro Pro Cys Ser His Arg Leu Leu Ala Val Cys 
1 5 10 15 

Ala Leu Val Ser Leu Ala Thr Ala Ala Leu Leu 
20 25 



11 



<210> 5 
<211> 21 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Artificial secretory signal 
<400> 5 

Met Trp Trp Arg Leu Trp Trp Leu Leu Leu Leu Leu Leu Leu Leu Trp 
15 10 15 



Pro Met Val Trp Ala 
20 



<210> 6 

<211> 27 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Met Gly Val His Glu Cys Pro Ala Trp Leu Trp Leu Leu Leu Ser Leu 
15 10 15 



Leu Ser Leu Pro Leu Gly Leu Pro Val Leu Gly 
20 25 



<210> 7 

<211> 18 

<212> PRT 

<213> Homo sapiens 

<400> 7 

Met Lys Trp Val Thr Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 



Tyr Ser 



<210> 8 

<211> 24 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Met Pro Ser Ser Val Ser Trp Gly lie Leu Leu Leu Ala Gly Leu Cys 
15 10 15 



12 



Cys Leu Val Pro Val Ser Leu Ala 
20 



<210> 9 

<211> 46 

<212> PRT 

<213> Homo sapiens 

<400> 9 

Met Gin Arg Val Asn Met lie Met Ala Glu Ser Pro Gly Leu lie Thr 
15 10 15 



lie Cys Leu Leu Gly Tyr Leu Leu Ser Ala Glu Cys Thr Val Phe Leu 
20 25 30 



Asp His Glu Asn Ala Asn Lys lie Leu Asn Arg Pro Lys Arg 
35 40 45 



<210> 


10 


<211> 


30 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic oligonucleotide 


<400> 


10 


gctgcaaagc ttgggcacat cctactccat 


<210> 


11 


<21l> 


30 


<212> 


DNA 



30 



<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide primer 
<400> 11 

cctgcagccc ctgctttgca gggatgtagc 30 

<210> 12 
<211> 105 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 12 

agctgctgag gtacctcagc caccatgtgg tggcgcctgt ggtggctgct gctgctgctg 60 
ctgctgctgt ggcccatggt gtgggccaag cttcgatgct acgtc 105 



13 



<210> 13 

<211> 18 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Synthetic oligonucleotide primer 
<400> 13 

gacgtagcat cgaagctt 18 



<210> 14 
<211> 123 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Synthetic oligonucleotide 
<400> 14 

agctgctgag gtacctcagc caccatgggg gtgcacgaat gtcctgcctg gctgtggctt 60 
ctcctgtccc tgctgtcgct ccctctgggc ctcccagtcc tgggcaagct tcgatgctac 12 0 
gtc 123 



<210> 15 
<211> 99 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Synthetic oligonucleotide 
<400> 15 

ctgaggtacc tgccaccatg ccgtcttctg tctcgtgggg catcctcctg ctggcaggcc 60 
tgtgctgcct ggtccctgtc tccctggcta agcttcgat 99 



<210> 16 
<211> 81 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 16 

ctgaggtacc tgccaccatg aagtgggtaa cctttatttc ccttcttttt ctctttagct 60 
cggcttattc caagcttcga t 81 



<210> 17 

<211> 44 

<212> DNA 

<213> Artificial 



Sequence 



14 



J 



<220> 

<223> Synthetic oligonucleotide 
<400> 17 

ctgaggtacc tgccaccatg cagcgcgtga acatgatcat ggca 



